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GenBank: FJ594465.1 
Acipenser gueldenstaedtii satellite HindIII sequence  
LOCUS      FJ594465   168 bp    DNA     linear   VRT 02-FEB-2009 
DEFINITION  Acipenser gueldenstaedtii satellite HindIII sequence. 
ACCESSION   FJ594465 
VERSION     FJ594465.1  GI:222107505 
KEYWORDS    . 
SOURCE      Acipenser gueldenstaedtii (Russian sturgeon) 
ORGANISM    Acipenser gueldenstaedtii 
            Eukaryota;Metazoa;Chordata; Craniata; Vertebrata; Euteleostomi; 
            Actinopterygii; Chondrostei; Acipenseriformes; Acipenseridae; 
            Acipenser. 
REFERENCE   1 (bases 1 to 168) 
AUTHORS    Nowrouz Fashkhami, M. R., Jahani, M. and Kazemi, B. 
TITLE       Comparison of satellite DNA between Russion sturgeon (Acipenser 
            guldenstatii) and Iranian sturgeon (Acipenser persicus) 
JOURNAL     Unpublished 
REFERENCE   2 (bases 1 to 168) 
AUTHORS     Nowrouz Fashkhami, M.R., Jahani, M. and Kazemi, B. 
TITLE       Direct Submission 
JOURNAL     Submitted(24-DEC-2008)Genetic,International Sturgeon Institute, 
            Sade Sangar, Rasht, Guilan +98, Iran 
FEATURES    Location/Qualifiers 
source      1..168 
            /organism="Acipenser gueldenstaedtii" 
            /mol_type="genomic DNA" 
            /db_xref="taxon:7902"  
repeat region   1..168 
           /satellite="satellite: HindIII"  
ORIGIN       
        1 cttaccgatt cggtcctgtc aagaaaacac atttttttga tctcagaact ccaaatttta 
       61 gcttcccctt tttttgaaaa agggggctgg tcgggtcctg acaaaaaaat aataattttg 
      121 gccaatttta ttttttcgga acttcaatgc ccccagcttt tgaaaaag  
                                                
8National Center for Biotechnology Information  
GenBank: FJ429174.1 
Acipenser persicus clone I satellite HindIII sequence  
LOCUS       FJ429174   163bp    DNA     linear   VRT 18-NOV-2008 
DEFINITION  Acipenser persicus clone I satellite HindIII sequence. 
ACCESSION   FJ429174 
VERSION     FJ429174.1  GI:213268258 
KEYWORDS    . 
SOURCE        Acipenser persicus (Persian sturgeon) 
ORGANISM    Acipenser persicus 
            Eukaryota;Metazoa;Chordata;Craniata;Vertebrata; Euteleostomi; 
            Actinopterygii; Chondrostei; Acipenseriformes; Acipenseridae; 
            Acipenser. 
REFERENCE   1 (bases 1 to 163) 
AUTHORS Nowruzfashkhami, M. R., Pourkazemi, M., Kazemi, B. and Azizzadeh                                
Pormehr,L. 
TITLE       Comparison of satellite DNA between Russion sturgeon (Acipenser 
            guldenstatii) and Iranian Sturgeon (Acipenser persicus) 
JOURNAL     Unpublished 
REFERENCE   2 (bases 1 to 163) 
AUTHORS Nowruzfashkhami, M. R., Pourkazemi, M., Kazemi, B. and Azizzadeh             Pormehr, L. 
TITLE       Direct Submission 
JOURNAL     Submitted(28-OCT-2008)Genetic,International Sturgeon Institute, 
            Sade Sangar,Rasht,Guilan, Iran 
FEATURES             Location/Qualifiers 
source      1..163 
            /organism="Acipenser persicus" 
            /mol_type="genomic DNA" 
            /db_xref="taxon:61968" 
            /clone="I" 
            /tissue_type="fin" 
            /note="PCR_primers=fwd_name: Sat1, rev_name: Sat2"  
repeat_region   1..163 
             /rpt_type=tandem 
             /satellite="satellite:HindIII"  
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 Abstract   
Location of family Satellite DNA (HindIII SatDNA) on chromosomes of Acipenser persicus and Acipenser 
gueldenstaedtii was analyzed using Fluorescent In Situ Hybridization (FISH) technique to determine the genetic 
differences between these two species. 
After obtaining suitable metaphase plates using leukocyte culture and HindIII SatDNA extraction from genome 
of the fish under study, extracted SatDNA from genome of A. gueldenstaedtii was used as a FISH probe. The 
probe was labeled with spectrum orange (Orange-dUTP) and hybridized with  chromosomes  of  the fish under 
study.  
Analysis of SatDNA sequences isolated from A. persicus and A. gueldenstaedtii showed the presence of 163bp 
for A. persicus and 168bp for A. gueldenstaedtii. In the study of metaphase plates 66±4 signals were detected 
from the hybridization of the probe used with chromosomes of A. persicus and 68±3 signals were detected from 
the hybridization of the probe with chromosomes of A. gueldenstaedtii. Due to presence of numerous 
microchromosomes and heterogenous and large hybridization signals, it was impossible to identify the precise  
position of signals on chromosomes. 
The following results are worth mentioning: 
1. Developing leukocyte culture method for A. gueldenstaedtii and completing it for all of the Caspian Sea 
sturgeons. 
2. Developing a suitable culture medium for the Caspian Sea sturgeons.  
3. Isolating sturgeons HindIII Satellite DNA family from A. persicus and A. gueldenstaedtii, determining 
sequences and registering the sequences in the NCBI gene bank (FJ429174; FJ 94465). 
4. Developing  a protocol for FISH technique in A. persicus and A. gueldenstaedtii which has opened a new 
era in aquculture genetic studies entitled Molecular cytogenetics in the country. Considering its potential 
applications, this technique can be applied to other aquatic species. 
Key words : Caspian Sea, Acipenser persicus, Acipenser gueldenstaedtii, Fluorescent In Situ  Hybridization 
(FISH), HindIII SatDNA  
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